Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.033; wR factor = 0.101; data-to-parameter ratio = 13.9.
The title compound, [Mg(C 5 
Related literature
For the crystal structures of two Ca II complexes with imidazole-4,5-dicarboxylate and aqua ligands, see: Starosta et al. (2006) and for the structure of a Ba II complex, see: Starosta et al. (2007) .
Experimental
Crystal data [Mg(C 5 Table 1 Selected bond lengths (Å ). Hydrogen-bond geometry (Å , ). Data collection: KM-4 Software (Kuma, 1996) ; cell refinement: KM-4 Software; data reduction: DATAPROC (Kuma, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. (Starosta et al., 2007) .
1 mmol of magnesium(II) nitrate hexahydrate and 2 mmol s of imidazole-4,5-dicarboxylic acid (Aldrich) were dissolved in 20 ml of doubly distilled water, stirred for two hours, closed in a preasure vessel and kept at 363 K for three days.
Then, the vessel was slowly cooled to room temperature. The deposited colourless blocks were washed with cold distilled water and dried in the air.
Refinement
Water and attached to nitrogen hydrogen atoms were located in a difference map and refined isotropically, while the H atom attached to imidazole C atom was located at a calculated position and treated as riding on the parent atom with C-H=0.93 Å and U iso (H)=1.2U eq (C).
Computing details
Data collection: KM-4 Software (Kuma, 1996) ; cell refinement: KM-4 Software (Kuma, 1996) ; data reduction:
DATAPROC (Kuma, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 Figure 1
A molecule of the title compound with 50% probability displacement ellipsoids. Symmetry code: (i) -x + 1, -y + 2, -z + 1.
Figure 2
Packing diagram of the structure. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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